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1 <110> APPLICANT: Shannon, Mark 

3 <120> TITLE OF INVENTION: HUMAN POSH-LIKE PROTEIN 1 
5 <130> FILE REFERENCE: PB0178 

7 <140> CURRENT APPLICATION NUMBER: US 10/061201A 

8 <141> CURRENT FILING DATE: 2002-01-30 

10 <150> PRIOR APPLICATION NUMBER: PCT/USOl/00666 

11 <151> PRIOR FILING DATE: 2001-01-30 

13 <150> PRIOR APPLICATION NUMBER: PCT/USOl/00667 

14 <151> PRIOR FILING DATE: 2001-01-30 

16 <150> PRIOR APPLICATION NUMBER: PCT/USOl/00664 

17 <151> PRIOR FILING DATE: 2001-01-30 

19 <150> PRIOR APPLICATION NUMBER: PCT/USOl/00669 

20 <151> PRIOR FILING DATE: 2001-01-30 

22 <150> PRIOR APPLICATION NUMBER: PCT/USOl/00665 

23 <151> PRIOR FILING DATE: 2001-01-30 

25 <150> PRIOR APPLICATION NUMBER: PCT/USOl/00668 

26 <151> PRIOR FILING DATE: 2001-01-30 

28 <150> PRIOR APPLICATION NUMBER: PCT/USOl/00663 

29 <151> PRIOR FILING DATE: 2001-01-30 

31 <150> PRIOR APPLICATION NUMBER: PCT/USOl/00670 

32 <151> PRIOR FILING DATE: 2001-01-30 

34 <150> PRIOR APPLICATION NUMBER: US 09/864,761 

35 <151> PRIOR FILING DATE: 2001-05-23 

37 <150> PRIOR APPLICATION NUMBER: US 60/328,205 

38 <151> PRIOR FILING DATE: 2001-10-10 
40 <160> NUMBER OF SEQ ID NOS: 4202 

42 <170> SOFTWARE: Aeomica Sequence Listing Engine 

44 <210> SEQ ID NO: 1 

45 <211> LENGTH: 24 97 
4 6 <212> TYPE: DNA 

47 <213> ORGANISM: Homo sapiens 
4 9 <400> SEQUENCE: 1 

50 aaagttttca aagcggttgg cagcagcggc gcttggagga aaggaagccg gttggagggc 60 

51 gcagcgcacc cctgctgcgc ggaggagggg gctgagctga actcagcaga agttacatgc 120 

52 acaaggcaaa aattctgacg ttctcaagag accagctctg cccccgtggc tcaactgacc 180 

53 ctaccatgtg gacgctgctc ctccaggtgg gaactggagt tttgaaataa aatggatgat 240 

54 ttgacgttac ttgatcttct ggagtgccct gtgtgctttg agaagctcga tgtcacagcc 300 

55 aaagtcctcc cttgccagca caccttctgc aaaccatgtc tacagagggt tttcaaggcc 360 

56 cacaaagagc tgcggtgccc cgaatgcagg acgcctgtgt tttccaacat tgaggcgctg 420 

57 ccggccaacc tgctgctcgt gcgccttctg gatggagtgc gctcagggca gagctccggg 4 80 

58 agagggggct ccttccgcag gcctggcacg atgaccttgc aggatggcag gaaaagcagg 54 0 

59 accaacccca gacgtctgca ggccagtcct ttccggctag tgcctaatgt cagaatccac 600 

60 atggatgggg tgcctcgagc aaaggcctta tgcaactaca gagggcagaa tcccggtgac 660 
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61 ctaaggttta ataagggaga tatcatcctt ctccggagac agcttgatga gaattggtac 720 

62 cagggggaaa tcaatggcat cagcgggaac ttcccagcca gctccgtgga agtcatcaag 780 

63 cagctgcccc agccgccccc gctctgcagg gccctctaca acttcgacct acgaggcaag 840 

64 gacaagagtg agaaccagga ttgcctgacc ttcctcaagg acgatatcat cactgtgatc 900 

65 agccgagtgg atgagaactg ggcagaaggc aagttaggag ataaagtagg catcttccct 960 

66 atcttgtttg tagagccaaa cctcaccgca agacaccttt tagagaagaa caaaggtcgc 1020 

67 cagtcatcct gcacaaaaaa cctgtccctg gtgtcctcgt cctccagagg caacacgtct 1080 

68 accctccgta ggggcccagg gtccaggagg aaggtgcctg ggcagttttc catcacaaca 1140 

69 gccttgaaca ctctcaaccg gatggtccat tctccttcag ggcgccatat ggtagagatc 1200 

70 agcaccccag tgctcatcag ctccagcaac ccctctgtga tcacccagcc catggagaaa 1260 

71 gcagacgttc cttccagctg tgtgggacag gtcagcactt atcaccccgc acctgtctct 1320 

72 ccaggacatt ccacagccgt ggtcagtctg cctggctccc agcaacacct ctcagcgaac 1380 

73 atgtttgtag ccctgcactc ctactcagcc catggacccg atgagctgga cctgcaaaag 1440 

74 ggagaaggcg tcagggtcct ggggaagtgc caggacggct ggctcagggg cgtctccttg 1500 

75 gtcaccgggc gagtcggcat cttcccaaac aattacgtca tccccatttt cagaaagacc 1560 
7 6 tctagttttc cagactcccg gagccctggt ctctacacca catggacgtt atccacctcc 1620 

77 tctgtgtcct cccaaggcag catttcagaa ggtgatccac ggcaaagccg tcccttcaaa 1680 

78 tccgtctttg tgcccactgc catagtcaac cccgtgagaa gcacagccgg ccctgggact 1740 
7 9 ttaggacaag ggtctcttcg gaaagggcgg agcagcatga gaaagaatgg atccctgcag 1800 

80 agacccctcc agtccgggat ccccactctc gtggtaggct ccctcagacg cagccccacc 18 60 

81 atggtccttc ggcctcagca gttccaattc taccagccac aggggatccc ctcctccccc 1920 

82 tcagccgtgg tggtggagat ggggtccaag cctgccctca cgggggagcc cgccctcacg 1980 

83 tgcatcagca ggggcagtga ggcccggacc cactccgcgg ccagctccct cattatggaa 204 0 

84 gacaaagaaa tccccatcaa gagtgagcct ctgccaaaac cgcccgcatc tgccccacca 2100 

85 tccatcctgg tgaaaccaga aaactcaaga aatggcatcg aaaagcaagt caaaaccgtg 2160 

86 agatttcaga attacagccc tcctcccacc aaacattaca cctcccatcc cacctccgga 2220 
aagcctgaac agccagccac cctcaaggcg tcccagcctg aagcagcgtc cttgggccca 2280 
gagatgaccg tcctatttgc ccaccgaagt ggctgccact ccggacagca gacagacctc 234 0 

89 cggagaaagt cagctcttgc caaggccaca accctggtgt ccactgcctc aggcacgcag 2400 

90 accgtgtttc ccagcaaatg aacctacggg tgacttttcc tagaccccaa agaggtgaat 24 60 

91 tgcatttaaa tacagtctgc ctccactaaa aaaaaaa 2497 

93 <210> SEQ ID NO: 2 

94 <211> LENGTH: 2190 

95 <212> TYPE: DNA 

96 <213> ORGANISM: Homo sapiens 

98 <400> SEQUENCE: 2 

99 atggatgatt tgacgttact tgatcttctg gagtgccctg tgtgctttga gaagctcgat 60 

100 gtcacagcca aagtcctccc ttgccagcac accttctgca aaccatgtct acagagggtt 120 

101 ttcaaggccc acaaagagct gcggtgcccc gaatgcagga cgcctgtgtt ttccaacatt 180 

102 gaggcgctgc cggccaacct gctgctcgtg cgccttctgg atggagtgcg ctcagggcag 240 

103 agctccggga gagggggctc cttccgcagg cctggcacga tgaccttgca ggatggcagg 300 

104 aaaagcagga ccaaccccag acgtctgcag gccagtcctt tccggctagt gcctaatgtc 360 

105 agaatccaca tggatggggt gcctcgagca aaggccttat gcaactacag agggcagaat 420 

106 cccggtgacc taaggtttaa taagggagat atcatccttc tccggagaca gcttgatgag 480 

107 aattggtacc agggggaaat caatggcatc agcgggaact tcccagccag ctccgtggaa 540 

108 gtcatcaagc agctgcccca gccgcccccg ctctgcaggg ccctctacaa cttcgaccta 600 

109 cgaggcaagg acaagagtga gaaccaggat tgcctgacct tcctcaagga cgatatcatc 660 

110 actgtgatca gccgagtgga tgagaactgg gcagaaggca agttaggaga taaagtaggc 720 

111 atcttcccta tcttgtttgt agagccaaac ctcaccgcaa gacacctttt agagaagaac 780 



87 
88 



file://C:\CRF4\Outhold\VsrJ061201A.htm 



3/4/05 



RAW SEQUENCE LISTING DATE: 03/04/2005 

PATENT APPLICATION: US/10/061, 201A TIME: 08:26:43 



Input Set : E:\PB0178_Sequence Listing.txt 
Output Set: N:\CRF4\03042005\J061201A.raw 

112 aaaggtcgcc agtcatcctg cacaaaaaac ctgtccctgg tgtcctcgtc ctccagaggc 840 

113 aacacgtcta ccctccgtag gggcccaggg tccaggagga aggtgcctgg gcagttttcc 900 

114 atcacaacag ccttgaacac tctcaaccgg atggtccatt ctccttcagg gcgccatatg 960 

115 gtagagatca gcaccccagt gctcatcagc tccagcaacc cctctgtgat cacccagccc 1020 

116 atggagaaag cagacgttcc ttccagctgt gtgggacagg tcagcactta tcaccccgca 1080 

117 cctgtctctc caggacattc cacagccgtg gtcagtctgc ctggctccca gcaacacctc 1140 

118 tcagcgaaca tgtttgtagc cctgcactcc tactcagccc atggacccga tgagctggac 1200 

119 ctgcaaaagg gagaaggcgt cagggtcctg gggaagtgcc aggacggctg gctcaggggc 1260 

120 gtctccttgg tcaccgggcg agtcggcatc ttcccaaaca attacgtcat ccccattttc 1320 

121 agaaagacct ctagttttcc agactcccgg agccctggtc tctacaccac atggacgtta 1380 

122 tccacctcct ctgtgtcctc ccaaggcagc atttcagaag gtgatccacg gcaaagccgt 14 4 0 

123 cccttcaaat ccgtctttgt gcccactgcc atagtcaacc ccgtgagaag cacagccggc 1500 

124 cctgggactt taggacaagg gtctcttcgg aaagggcgga gcagcatgag aaagaatgga 1560 

125 tccctgcaga gacccctcca gtccgggatc cccactctcg tggtaggctc cctcagacgc 1620 

126 agccccacca tggtccttcg gcctcagcag ttccaattct accagccaca ggggatcccc 1680 

127 tcctccccct cagccgtggt ggtggagatg gggtccaagc ctgccctcac gggggagccc 1740 

128 gccctcacgt gcatcagcag gggcagtgag gcccggaccc actccgcggc cagctccctc 1800 

129 attatggaag acaaagaaat ccccatcaag agtgagcctc tgccaaaacc gcccgcatct 1860 

130 gccccaccat ccatcctggt gaaaccagaa aactcaagaa atggcatcga aaagcaagtc 1920 

131 aaaaccgtga gatttcagaa ttacagccct cctcccacca aacattacac ctcccatccc 1980 

132 acctccggaa agcctgaaca gccagccacc ctcaaggcgt cccagcctga agcagcgtcc 2040 

133 ttgggcccag agatgaccgt cctatttgcc caccgaagtg gctgccactc cggacagcag 2100 

134 acagacctcc ggagaaagtc agctcttgcc aaggccacaa ccctggtgtc cactgcctca 2160 

135 ggcacgcaga ccgtgtttcc cagcaaatga 2190 

137 <210> SEQ ID NO: 3 

138 <211> LENGTH: 729 

139 <212> TYPE: PRT 

14 0 <213> ORGANISM: Homo sapiens 

142 <400> SEQUENCE: 3 

143 Met Asp Asp Leu Thr Leu Leu Asp Leu Leu Glu Cys Pro Val Cys Phe 

144 15 10 15 

14 6 Glu Lys Leu Asp Val Thr Ala Lys Val Leu Pro Cys Gin His Thr Phe 
147 20 25 30 

14 9 Cys Lys Pro Cys Leu Gin Arg Val Phe Lys Ala His Lys Glu Leu Arg 
150 35 40 45 

152 Cys Pro Glu Cys Arg Thr Pro Val Phe Ser Asn lie Glu Ala Leu Pro 

153 50 55 60 

155 Ala Asn Leu Leu Leu Val Arg Leu Leu Asp Gly Val Arg Ser Gly Gin 

156 65 70 75 80 

158 Ser Ser Gly Arg Gly Gly Ser Phe Arg Arg Pro Gly Thr Met Thr Leu 

159 85 90 95 

161 Gin Asp Gly Arg Lys Ser Arg Thr Asn Pro Arg Arg Leu Gin Ala Ser 

162 100 105 110 

164 Pro Phe Arg Leu Val Pro Asn Val Arg lie His Met Asp Gly Val Pro 

165 115 120 125 

167 Arg Ala Lys Ala Leu Cys Asn Tyr Arg Gly Gin Asn Pro Gly Asp Leu 

168 130 135 140 

170 Arg Phe Asn Lys Gly Asp lie lie Leu Leu Arg Arg Gin Leu Asp Glu 

171 145 150 155 160 
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279 725 

281 <210> SEQ ID NO: 4 

282 <211> LENGTH: 2086 

283 <212> TYPE: DNA 

284 <213> ORGANISM: Homo sapiens 

286 <400> SEQUENCE: 4 

287 aaagttttca aagcggttgg cagcagcggc gcttggagga aaggaagccg gttggagggc 60 

288 gcagcgcacc cctgctgcgc ggaggagggg gctgagctga actcagcaga agttacatgc 120 

289 acaaggcaaa aattctgacg ttctcaagag accagctctg cccccgtggc tcaactgacc 180 

290 ctaccatgtg gacgctgctc ctccaggtgg gaactggagt tttgaaataa aatggatgat 240 

291 ttgacgttac ttgatcttct ggagtgccct gtgtgctttg agaagctcga tgtcacagcc 300 

292 aaagtcctcc cttgccagca caccttctgc aaaccatgtc tacagagggt tttcaaggcc 360 

293 cacaaagagc tgcggtgccc cgaatgcagg acgcctgtgt tttccaacat tgaggcgctg 420 

294 ccggccaacc tgctgctcgt gcgccttctg gatggagtgc gctcagggca gagctccggg 4 80 

295 agagggggct ccttccgcag gcctggcacg atgaccttgc aggatggcag gaaaagcagg 540 

296 accaacccca gacgtctgca ggccagtcct ttccggctag tgcctaatgt cagaatccac 600 

297 atggatgggg tgcctcgagc aaaggcctta tgcaactaca gagggcagaa tcccggtgac 660 

298 ctaaggttta ataagggaga tatcatcctt ctccggagac agcttgatga gaattggtac 720 

299 cagggggaaa tcaatggcat cagcgggaac ttcccagcca gctccgtgga agtcatcaag 780 

300 cagctgcccc agccgccccc gctctgcagg gccctctaca acttcgacct acgaggcaag 84 0 

301 gacaagagtg agaaccagga ttgcctgacc ttcctcaagg acgatatcat cactgtgatc 900 

302 agccgagtgg atgagaactg ggcagaaggc aagttaggag ataaagtagg catcttccct 960 

303 atcttgtttg tagagccaaa cctcaccgca agacaccttt tagagaagaa caaaggtcgc 1020 

304 cagtcatcct gcacaaaaaa cctgtccctg gtgtcctcgt cctccagagg caacacgtct 1080 

305 accctccgta ggggcccagg gtccaggagg aaggtgcctg ggcagttttc catcacaaca 114 0 

306 gccttgaaca ctctcaaccg gatggtccat tctccttcag ggcgccatat ggtagagatc 1200 

307 agcaccccag tgctcatcag ctccagcaac ccctctgtga tcacccagcc catggagaaa 1260 
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